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SEQUENCE LISTING 

<110> Holland, Pamela M 
vi rca, Duke G 
Bi rd, Timothy A 
Garka, Kristen 

<120> GID CGNK INTERACTING DECARBOXYLASE) AND METHODS OF USE 

<130> 2499-1-001N 

<140> UNASSIGNED 
<141> 2001-10-16 

<150> 60/241,324 
<151> 2001-10-18 

<160> 27 

<170> Patentln version 3.1 

<210> 1 

<211> 2367 

<212> DNA 

<213> Homo sapien 

<400> 1 

^atggacgcgt ccctggagaa gatagcagac cccacgttag ctgaaatggg aaaaaacttg 60 

gaaggaggcag tgaagatgct ggaggacagt cagagaagaa cagaagagga aaatggaaag 120 

■Uaagctcatat ccggagatat tccaggccca ctccagggca gtgggcaaga tatggtgagc 180 

H-jatcctccagt tagttcagaa tctcatgcat ggagatgaag atgaggagcc ccagagcccc 240 

Ijagaatccaaa atattggaga acaaggtcat atggctttgt tgggacatag tctgggagct 300 

Ijtatatttcaa ctctggacaa agagaagctg agaaaactta caactaggat actttcagat 360 

accaccttat ggctatgcag aattttcaga tatgaaaatg ggtgtgctta tttccacgaa 420 

^.gaggaaagag aaggacttgc aaagatatgt aggcttgcca ttcattctcg atatgaagac 480 

s4 ttcgtagtgg atggcttcaa tgtgttatat aacaagaagc ctgtcatata tcttagtgct 540 

Tigctgctagac ctggcctggg ccaatacctt tgtaatcagc tcggcttgcc cttcccctgc 600 

°;ttgtgccgtg taccctgtaa cactgtgttt ggatcccagc atcagatgga tgttgccttc 660 

ctggagaaac tgattaaaga tgatatagag cgaggaagac tgcccctgtt gcttgtcgca 720 

aatgcaggaa cggcagcagt aggacacaca gacaagattg ggagattgaa agaactxtgt 780 

gagcagtatg gcatatggct tcatgtggag ggtgtgaatc tggcaacatt ggctctgggt 840 

tatgtctcct catcagtgct ggctgcagcc aaatgtgata gcatgacgat gactcctggc 900 

ccgtggctgg gtttgccagc tgttcctgcg gtgacactgt ataaacacga tgaccctgcc 960 

ttgactttag ttgctggtct tacatcaaat aagcccacag acaaactccg tgccctgcct 1020 

ctgtggttat ctttacaata cttgggactt gatgggtttg tggagaggat caagcatgcc 1080 

tgtcaactga gtcaacggtt gcaggaaagt ttgaagaaag tgaattacat caaaatcttg 1140 

gtggaagatg agctcagctc cccagtggtg gtgttcagat ttttccagga attaccaggc 1200 

tcagatccgg tgtttaaagc cgtcccagtg cccaacatga caccttcagg agtcggccgg 1260 

gagaggcact cgtgtgacgc gctgaatcgc tggctgggag aacagctgaa gcagctggtg 1320 

cctgcaagcg gcctcacagt catggatctg gaagctgagg gcacgtgttt gcggttcagc 1380 

cctttgatga ccgcagcagt tttaggaact cggggagagg atgtggatca gctcgtagcc 1440 
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tgcatagaaa 


gcaaactgcc 


agtgctgtgc 


tgtacgctcc 


agttgcgtga 


agagttcaag 


1500 


caggaagtgg 


aagcaacagc 


aggtctccta 


tatgttgatg 


accctaactg 


gtctggaata 


1560 


ggggttgtca 


ggtatgaaca 


tgctaatgat 


gataagagca 


gtttgaaatc 


agatcccgaa 


1620 


ggggaaaaca 


tccatgctgg 


actcctgaag 


aagttaaatg 


aactggaatc 


tgacctaacc 


1680 


tttaaaatag 


gccctgagta 


taagagcatg 


aagagctgcc 


tttatgtcgg 


catggcgagc 


1740 


gacaacgtcg 


atgctgctga 


gctcgtggag 


accattgcgg 


ccacagcccg 


ggagatagag 


1800 


gagaactcga 


ggcttctgga 


aaacatgaca 


gaagtggttc 


ggaaaggcat 


tcaggaagct 


1860 


caagtggagc 


tgcagaaggc 


aagtgaagaa 


cggcttctgg 


aagagggggt 


gttgcggcag 


1920 


atccctgtag 


tgggctccgt 


gctgaattgg 


ttttctccgg 


tccaggcttt 


acagaaggga 


1980 


agaactttta 


acttgacagc 


aggctctctg 


gagtccacag 


aacccatata 


tgtctacaaa 


2040 


gcacaaggtg 


caggagtcac 


gctgcctcca 


acgccctcgg 


gcagtcgcac 


caagcagagg 


2100 


cttccaggcc 


agaagccttt 


taaaaggtcc 


ctgcgaggtt 


cagatgcttt 


gagtgagacc 


2160 


agctcagtca 


gtcacattga 


agacttagaa 


aaggtggagc 


gcctatccag 




2220 


cagatcaccc 


tcgaggccag 


cagcactgag 


ggacacccag 


gggctcccag 


ccctcagcac 


2280 


j accgaccaga 


ccgaggcctt 


ccagaaaggg 


gtcccacacc 


cagaagatga 


ccactcacag 


2340 


i gtagaaggac 


cggagagctt 


aagatga 








2367 



i <210> 2 
1 <211> 788 
j <212> PRT 

s <213> Homo sapien 
;i <400> 2 

. Met Asp Ala ser Leu Glu Lys lie Ala Asp Pro Thr Leu Ala Glu Met 
l! l 5 10 15 

1 

"Gly Lys Asn Leu Lys Glu Ala val Lys Met Leu Glu Asp Ser Gin Arg 
1 20 25 30 

s Arg- Thr Glu Glu Glu Asn Gly Lys Lys Leu lie ser Gly Asp He Pro 
35 40 45 

Gly Pro Leu Gin Gly Ser Gly Gin Asp Met val Ser lie Leu Gin Leu 
50 55 60 

Val Gin Asn Leu Met His Gly Asp Glu Asp Glu Glu Pro Gin Ser Pro 



Arg lie Gin Asn He Gly Glu Gin Gly His Met Ala Leu Leu Gly His 
85 90 95 

Ser Leu Gly Ala Tyr lie ser Thr Leu Asp Lys Glu Lys Leu Arg Lys 
100 105 110 

Leu Thr Thr Arg lie Leu Ser Asp Thr Thr Leu Trp Leu Cys Arg He 
115 120 125 U 

Phe Arg Tyr Glu Asn Gly Cys Ala Tyr Phe His Glu Glu Glu Arg Glu 
130 135 140 
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Gly Leu Ala Lys lie cys Arg Leu Ala lie His Ser Arg Tyr Glu Asp 
145 150 155 160 

Phe val val Asp Gly Phe Asn val Leu Tyr Asn Lys Lys Pro val lie 
165 170 175 

Tyr Leu Ser Ala Ala Ala Arg Pro Gly Leu Gly Gin Tyr Leu Cys Asn 
180 185 190 

Gin Leu Gly Leu Pro Phe Pro Cys Leu Cys Arg Val Pro Cys Asn Thr 
195 200 205 



lie Lys Asp Asp lie Glu Arg Gly Arg Leu Pro Leu Leu Leu val Ala 
225 230 235 240 



Asn Leu Ala Thr Leu Ala Leu Gly Tyr val Ser ser ser val Leu Ala 
275 280 285 

Ala Ala Lys Cys Asp ser Met Thr Met Thr Pro Gly Pro Trp Leu Gly 

290 295 300 

Leu Pro Ala Val Pro Ala Val Thr Leu Tyr Lys His Asp Asp Pro Ala 
305 310 315 320 

Leu Thr Leu Val Ala Gly Leu Thr ser Asn Lys Pro Thr Asp Lys Leu 
325 330 335 

Arg Ala Leu Pro Leu Trp Leu Ser Leu Gin Tyr Leu Gly Leu Asp Gly 
340 345 350 

Phe val Glu Arg lie Lys His Ala Cys Gin Leu Ser Gin Arg Leu Gin 
355 360 365 

Glu Ser Leu Lys Lys Val Asn Tyr lie Lys lie Leu Val Glu Asp Glu 
370 375 380 

Leu Ser ser Pro val val val Phe Arg Phe Phe Gin Glu Leu Pro Gly 
385 390 395 400 

ser Asp Pro val Phe Lys Ala Val Pro val Pro Asn Met Thr Pro Ser 
405 410 415 

Gly val Gly Arg Glu Arg His Ser Cys Asp Ala Leu Asn Arg Trp Leu 
420 425 430 

Gly Glu Gin Leu Lys Gin Leu val Pro Ala Ser Gly Leu Thr val Met 
435 440 445 
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Asp Leu Glu Ala Glu Gly Thr cys Leu Arg Phe Ser Pro Leu Met Thr 
450 455 460 

Ala Ala val Leu Gly Thr Arg Gly Glu Asp val Asp Gin Leu val Ala 
465 470 475 480 

cys lie Glu ser Lys Leu Pro val Leu Cys Cys Thr Leu Gin Leu Arg 
485 490 495 

Glu Glu Phe Lys Gin Glu val Glu Ala Thr Ala Gly Leu Leu Tyr val 
500 505 510 

Asp Asp Pro Asn Trp ser Gly lie Gly val val Arg Tyr Glu His Ala 
515 520 525 



His Ala Gly Leu Leu Lys Lys Leu Asn Glu Leu Glu Ser Asp Leu Thr 
=;545 550 555 560 

V- Phe Lys He Gly Pro Glu Tyr Lys Ser Met Lys Ser Cys Leu Tyr val 
j 565 570 575 

JiGly Met Ala Ser Asp Asn val Asp Ala Ala Glu Leu Val Glu Thr lie 
% 580 585 590 

'''Ala Ala Thr Ala Arg Glu lie Glu Glu Asn Ser Arg Leu Leu Glu Asn 
595 600 605 

sJMet Thr Glu val val Arg Lys Gly lie Gin Glu Ala Gin val Glu Leu 
*i 610 615 620 

11 

=)Gln Lys Ala Ser Glu Glu Arg Leu Leu Glu Glu Gly val Leu Arg Gin 
,i625 630 635 640 

lie Pro val val Gly Ser val Leu Asn Trp Phe Ser Pro val Gin Ala 
645 650 655 

Leu Gin Lys Gly Arg Thr Phe Asn Leu Thr Ala Gly Ser Leu Glu Ser 
660 665 670 

Thr Glu Pro lie Tyr val Tyr Lys Ala Gin Gly Ala Gly val Thr Leu 
675 680 685 

Pro Pro Thr Pro Ser Gly Ser Arg Thr Lys Gin Arg Leu Pro Gly Gin 
690 695 700 

Lys Pro Phe Lys Arg Ser Leu Arg Gly Ser Asp Ala Leu ser Glu Thr 
705 710 715 720 

Ser ser val Ser His He Glu Asp Leu Glu Lys val Glu Arg Leu ser 
725 730 735 

Ser Gly Pro Glu Gin lie Thr Leu Glu Ala Ser ser Thr Glu Gly His 
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pro Gly Ala Pro ser Pro Gin His Thr Asp Gin Thr Glu Ala Phe Gin 
755 760 765 

Lys Gly val Pro His Pro Glu Asp Asp His Ser Gin val Glu Gly Pro 
770 775 780 



Glu Ser Leu Arg 
785 



<210> 3 

<211> 240 

<212> PRT 

<213> Periwinkle 



Gly Lys Leu Val Cys Tyr Gly Ser Asp Gin Thr His Thr Met Phe Pro 

15 10 15 

Lys Thr Cys Lys Leu Ala Gly lie Tyr pro Asn Asn lie Arg Leu lie 

20 25 30 



Lys Met val Glu Asp Asp val Ala Ala Gly Tyr val Pro Leu Phe Leu 



Ser Leu Ser Glu lie Ala Asn Glu Phe Gly lie Trp lie His val Asp 



Ala Ala Tyr Ala Gly Ser Ala cys He Cys Pro Glu Phe Arg His Tyr 
100 105 110 

Leu Asp Gly lie Glu Arg val Asp Ser Leu Ser Leu Ser Pro His Lys 
115 120 125 



His Leu Leu Leu Arg Ala Leu Thr Thr Asn Pro Glu Tyr Leu Lys Asn 

145 150 155 160 

Lys Gin ser Asp Leu Asp Lys val val Asp Phe Lys Asn Trp Gin lie 
165 170 175 



ser Tyr Gly val val Asn Leu Gin Ser His lie Arg ser Asp val Ala 
195 200 205 

Met Gly Lys Met Phe Glu Glu Trp val Arg Ser Asp Ser Arg Phe Glu 
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lie val val Pro Arg Asn Phe Ser Leu val Cys Phe Arg Leu Lys Pro 
225 230 235 240 

<210> 4 
<211> 240 
<212> PRT 

<213> camptotheca acuminata 
<400> 4 

His Lys Leu val val Tyr Gly Ser Asp Gin Thr His Ser Thr Tyr Ala 
15 10 15 

Lys Ala Cys Asn Leu Ala Gly lie Leu Pro Cys Asn lie Arg Ser lie 
20 25 30 

Arg Thr Glu Ala Val Ala Asn Phe Ser Leu Ser Pro Asp Ser Leu His 
35 40 45 



= Cys Ala Thr val Gly Thr Thr Ser Thr Thr Ala lie Asp Ser Leu Ser 
= 65 70 75 80 

Pro Leu Ala Asp val Ala Asn Asp Tyr Gly Leu Trp Phe His val Asp 

- 85 90 95 

- Ala Ala Tyr Ala Gly Ser Ala Cys lie Cys Pro Glu Phe Arg His Tyr 

100 105 110 

Leu Asp Gly lie Glu Arg Ala Asp Ser Leu Ser Leu Ser Pro His Lys 
; 115 120 12 5 

Trp Leu Leu Ser Tyr Leu Asp Cys Cys Cys Leu Trp val Lys Arg Pro 
130 135 140 

Ser Val Leu Val Lys Ala Leu Ser Thr Asp Pro Glu Tyr Leu Lys Asn 
145 150 155 160 



ser Tyr Gly val Ala Asn Leu Gin ser His lie Arg Ser Asp lie Gin 
195 200 205 



He val val Pro Arg val Phe Ser Leu val cys Phe Arg Leu Asn Pro 
225 230 235 240 
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<211> 240 
<212> PRT 

<213> Arabidopsis thaliana 



Glu Lys Leu val val Tyr Ser ser Asp Gin Thr His Ser Ala Leu Gin 
15 10 15 

Lys Ala cys Gin lie Ala Gly lie His Pro Glu Asn Cys Arg val Leu 
20 25 30 

Thr Thr Asp Ser Ser Thr Asn Tyr Ala Leu Arg Pro Glu Ser Leu Gin 
35 40 45 

Glu Ala Val Ser Arg Asp Leu Glu Ala Gly Leu lie Pro Phe Phe Leu 
50 55 60 

Cys Ala Asn Val Gly Thr Thr Ser Ser Thr Ala val Asp Pro Leu Ala 
65 70 75 80 

Ala Leu Gly Lys He Ala Asn ser Asn Gly lie Trp Phe His val Asp 
85 90 95 

^ Ala Ala Tyr Ala Gly Ser Ala Cys lie Cys Pro Glu Tyr Arg Gin Tyr 
i 100 105 110 

1 lie Asp Gly val Glu Thr Ala Asp Ser Phe Asn Met Asn Ala His Lys 
j 115 120 125 

1| Trp Phe Leu Thr Asn Phe Asp Cys ser Leu Leu Trp val Lys Asp Gin 
130 135 140 

iAsp Ser Leu Thr Leu Ala Leu ser Thr Asn Pro Glu Phe Leu Lys Asn 
145 150 155 160 

-■i Lys Ala ser Gin Ala Asn Leu Val val Asp Tyr Lys Asp Trp Gin lie 
; 165 170 175 

Pro Leu Gly Arg Arg Phe Arg Ser Leu Lys Leu Trp Met Val Leu Arg 
180 185 190 

Leu Tyr Gly Ser Glu Thr Leu Lys Ser Tyr lie Arg Asn His lie Lys 
195 200 205 

Leu Ala Lys Glu Phe Glu Gin Leu val Ser Gin Asp Pro Asn Phe Glu 
210 215 220 

lie val Thr pro Arg He Phe Ala Leu val cys Phe Arg Leu val Pro 
225 230 235 240 

<210> 6 

<211> 232 

<212> PRT 

<213> Homo sapien 

<400> 6 

Ala Arg Leu val Ala Tyr Ala Ser Asp Gin Ala His ser Ser val Glu 
15 10 15 
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Lys Ala Gly Leu lie Ser Leu val Lys Met Lys Phe Leu Pro val Asp 
20 25 30 

Asp Asn Phe Ser Leu Arg Gly Glu Ala Leu Gin Lys Ala lie Glu Glu 
35 40 45 



Thr Thr Gly val cys Ala Phe Asp Cys Leu Ser Glu Leu Gly Pro lie 
65 70 75 80 

Cys Ala Arg Glu Gly Leu Trp Leu His lie Asp Ala Ala Tyr Ala Gly 
85 90 95 

Thr Ala Phe Leu cys Pro Glu Phe Arg Gly Phe Leu Lys Gly He Glu 
100 105 110 

Tyr Ala Asp Ser Phe Thr Phe Asn Pro Ser Lys Trp Met Met val His 
115 120 12 5 

Phe Asp Cys Thr Gly Phe Trp val Lys Asp Lys Tyr Lys Leu Gin Gin 
130 135 140 

^ Thr Phe Ser Val Asn Pro lie Tyr Leu Arg His Ala Asn Ser Gly Val 
rij 145 150 155 160 

3 Ala Thr Asp Phe Met His Trp Gin lie Pro Leu Ser Arg Arg Phe Arg 
165 170 175 

1 Ser val Lys Leu Trp Phe Val lie Arg Ser Phe Gly val Lys Asn Leu 
• 180 185 190 

i Gin Ala His val Arg His Gly Thr Glu Met Ala Lys Tyr Phe Glu Ser 
;; 195 200 205 

Leu val Arg Asn Asp Pro Ser Phe Glu He Pro Ala Lys Arg His Leu 
210 215 220 

Gly Leu Val val Phe Arg Leu Lys 
225 230 

<210> 7 

<211> 232 

<212> PRT 

<213> Rattus rattus 

<400> 7 

Ala Arg Leu Val Ala Tyr Ala Ser Asp Gin Ala His Ser Ser val Glu 
15 10 15 

Lys Ala Gly Leu He Ser Leu val Lys He Lys Phe Leu Pro val Asp 
20 25 30 

Asp Asn Phe Ser Leu Arg Gly Glu Ala Leu Gin Lys Ala lie Glu Glu 



Asp i_ys Gin Gin Gly Leu val Pro Val Phe val Cys Ala Thr Leu Gly 
50 55 60 

Thr Thr Gly val Cys Ala Phe Asp Lys Leu Ser Glu Leu Gly Pro lie 
65 70 75 80 

cys Ala Arg Glu Gly Leu Trp Leu His val Asp Ala Ala Tyr Ala Gly 
85 90 95 

Thr Ala Phe Leu Arg Pro Glu Leu Arg Gly Phe Leu Lys Gly He Glu 

100 105 110 

Tyr Ala Asp Ser Phe Thr Phe Asn Pro Ser Lys Trp Met Met val His 
115 120 125 

Phe Asp Cys Thr Gly Phe Trp val Lys Asp Lys Tyr Lys Leu Gin Gin 
130 135 140 

Thr Phe Ser Val Asn Pro lie Tyr Leu Arg His Ala Asn Ser Gly Val 
145 150 155 160 

Ala Thr Asp Phe Met His Trp Gin He Pro Leu Ser Arg Arg Phe Arg 
165 H 170 175 

Ser lie Lys Leu Trp Phe Val lie Arg Ser Phe Gly val Lys Asn Leu 
180 185 190 

Gin Ala His val Arg His Gly Thr Asp Met Ala Lys Tyr Phe Glu ser 
195 200 205 

Leu val Arg Ser Asp Pro val Phe Glu lie Pro Ala Glu Arg His Leu 
210 215 220 



<210> 8 
<211> 235 
<212> PRT 

<213> Rattus rattus 
<400> 8 

Glu Lys Leu val Ala Tyr Thr ser Asp Gin Ala His Ser ser val Glu 
15 10 15 

Arg Ala Gly Leu lie Gly Gly val Lys lie Lys Ala lie Pro Ser Asp 
20 25 30 

Gly Asn Tyr Ser Met Arg Ala Ala Ala Leu Arg Glu Ala Leu Glu Arg 
35 40 45 

Asp Lys Ala Ala Gly Leu He Pro Phe Phe val val val Thr Leu Gly 
50 55 60 

Thr Thr Ser Cys Cys ser Phe Asp Asn Leu Leu Glu val Gly Pro lie 
65 70 75 80 
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Cys Asn Gin Glu Gly Val Trp Leu His lie Asp Ala Ala Tyr Ala Gly 
85 90 95 



Ala Phe Asn Met Asp Pro Val Tyr Leu Arg His Ser His Gin Asp Ser 
145 150 155 160 

Gly Leu lie Thr Asp Tyr Arg His Trp Gin lie Pro Leu Gly Arg Arg 
165 170 175 

Phe Arg Ser Leu Lys Met Trp Phe val Phe Arg Met Tyr Gly val Lys 

180 185 190 

I Gly Leu Gin Ala Tyr lie Arg Lys His val Lys Leu ser His Glu Phe 
j 195 200 205 

j 

1 Glu ser Leu val Arg Gin Asp Pro Arg Phe Glu lie Cys Thr Glu val 
j 210 215 220 

5 lie Leu Gly Leu val Cys Phe Phe Arg Leu Lys 
225 230 235 



» <212> PRT 

] <213> Rattus rattus 

\ <400> 9 

Ala Ala Val Pro Arg Leu lie Ala Phe Thr Ser Glu His Ser His Phe 
15 10 15 

Ser Leu Lys Lys Gly Ala Ala Ala Leu Gly lie Gly Thr Asp ser val 
20 25 30 

lie Leu lie Lys Cys Asp Glu Arg Gly Lys Met lie Pro Ser Asp Leu 
35 40 45 

Glu Arg Arg lie Leu Glu Ala Lys Gin Lys Gly Phe val Pro Phe Leu 
50 55 60 

val Ser Ala Thr Ala Gly Thr Thr val Tyr Gly Ala Phe Asp Pro Leu 
65 70 75 80 

Leu Ala val Ala Asp lie cys Lys Lys Tyr Lys lie Trp Met His val 
85 90 95 

Asp Ala Ala Trp Gly Gly Gly Leu Leu Met Ser Arg Lys His Lys Trp 
100 105 110 
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Lys Leu Ser Gly val Glu Arg Ala Asn Ser val Thr Trp Asn pro His 
115 120 125 

Lys Met Met Gly val Pro Leu Gin Cys ser Ala Leu Leu val Arq Glu 
130 135 140 

Glu Gly Leu Met Gin ser cys Asn Gin Met His Ala Ser Tyr Leu Phe 
145 150 155 160 

Gin Gin Asp Lys His Tyr Asp Leu Ser Tyr Asp Thr Gly Asp Lys Ala 
165 170 175 

Leu Gin cys Gly Arg His val Asp val Phe Lys Leu Trp Leu Met Trp 
180 185 190 

Arg Ala Lys Gly Thr Thr Gly Phe Glu Ala His lie Asp Lys Cys Leu 
195 200 205 

Glu Leu Ala Glu Tyr Leu Tyr Asn lie lie Lys Asn Arg Glu Gly Tyr 
210 215 220 

£1 Glu Met val Phe Asp Gly Lys Pro Gin His Thr Asn val Cys Phe Trp 
M 225 230 235 240 

lij Tyr val Pro 



1 <210> 10 

* <211> 242 

<212> PRT 

i, <213> Drosophila melanogaster 

3 <400> 10 

I Phe Asn Ala Lys Pro Leu lie He Phe Thr Ser Glu Asp Ala His Tyr 
j 1 5 10 15 

Ser val Glu Lys Leu Ala Met Phe Met Gly Phe Gly Ser Asp His Val 
20 25 30 

Arg Lys lie Ala Thr Asn Glu Val Gly Lys Met Arg Leu Ser Asp Leu 
35 40 45 

Glu Lys Gin val Lys Leu Cys Leu Glu Asn Gly Trp Gin Pro Leu Met 
50 55 60 

Val Ser Ala Thr Ala Gly Thr Thr val Leu Gly Ala Phe Asp Asp Leu 



Ala Gly lie Ser Glu val cys Lys Lys Tyr Asn Met Trp Met His Val 
85 90 95 

Asp Ala Ala Trp Gly Gly Gly Ala Leu Met ser Lys Lys Tyr Arg His 
100 105 110 

Leu Leu Asn Gly lie Glu Arg Ala Asp Ser val Thr Trp Asn Pro His 
115 120 125 
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Lys Leu Leu Ala Ala Ser Gin Gin Cys Ser Thr Phe Leu Thr Arg His 
130 135 140 

Gin Gin val Leu Ala Gin Cys His Ser Thr Asn Ala Thr Tyr Leu Phe 
145 150 155 160 

Gin Lys Asp Lys Phe Tyr Asp Thr Ser Phe Asp Thr Gly Asp Lys His 
165 170 175 

lie Gin Cys Gly Arg Arg Ala Asp val Phe Lys Phe Trp Phe Met Trp 
180 185 190 

Lys Ala Lys Gly Thr Gin Gly Leu Glu Ala His val Glu Lys val Phe 
195 200 205 

Arg Met Ala Glu Phe Phe Thr Ala Lys val Arg Glu Arg Pro Gly Phe 
210 215 220 

Glu Leu val Leu Glu Ser Pro Glu Cys Thr Asn lie Ser Phe Trp Tyr 
225 230 235 240 



Oj <210> 11 

-;<211> 241 

<212> PRT 

•; <213> Acinetobacter baumannii 

^ <400> 11 

> 1 Ala Glu Ala Met Lys Asn val Lys Val lie Cys Ser Glu Asn Ala His 

ql 5 10 15 

f Phe Ser Val Gin Lys Asn Met Ala Met Met Gly Met Gly Phe Gin Ser 

:« 20 25 30 

val val Thr Val Pro Val Asn Glu Asn Ala Gin Met Asp val Asp Ala 
35 40 45 

Leu Glu Lys Thr Met Ala His Leu Gin Ala Glu Gly Lys Val val Ala 
50 55 60 

Cys Val val Ala Thr Ala Gly Thr Thr Asp Ala Gly Ala lie His Pro 
65 70 75 80 

Leu Lys Lys lie Arg Glu lie Thr Asn Lys Tyr Gly Ser Trp Met His 
85 90 95 

lie Asp Ala Ala Trp Gly Gly Ala Leu lie Leu Ser Asn Thr Tyr Arg 
100 105 110 

Ala Met Leu Asp Gly He Glu Leu Ser Asp Ser lie Thr Leu Asp Phe 
115 120 125 

His Lys His Tyr Phe Gin Ser lie Ser Cys Gly Ala Phe Leu Leu Lys 
130 135 140 
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Asp Glu Ala Asn Tyr Arg Phe Met His Tyr Glu Ala Glu Tyr Leu Asn 

145 150 155 160 

Ser Ala Tyr Asp Glu Glu His Gly val Pro Asn Leu val Ser Lys Ser 
165 170 175 

Leu Gin Thr Thr Arg Arg Phe Asp Ala Leu Lys Leu Trp Met Thr lie 
180 185 190 

Glu ser Leu Gly Glu Glu Leu Tyr Gly Ser Met lie Asp His Gly val 
195 200 205 

Lys Leu Thr Arg Glu val Ala Asp Tyr lie Lys Ala Thr Glu Gly Leu 
210 215 220 

Glu Leu Leu val Glu Pro Gin Phe Ala Ser val Leu Phe Arg val val 

225 230 235 240 



<210> 12 
<211> 181 
<212> PRT 

<213> homology sequence 
<400> 12 

Met Asp val Ala Phe Leu Glu Lys Leu lie Lys Asp Asp lie Glu Arg 
15 10 15 

Gly Arg Leu Pro Leu Leu Leu Val Ala Asn Ala Gly Thr Ala Ala Val 



Gly His Thr Asp Lys lie Gly Arg Leu Lys Glu Leu Cys Glu Gin Tyr 
35 40 45 



Gly Tyr Val ser Ser ser val Leu Ala Ala Ala Lys cys Asp Ser Met 
65 70 75 80 

Thr Met Thr Pro Gly Pro Trp Leu Gly Leu Pro Ala val Pro Ala Val 
85 90 95 

Thr Leu Tyr Lys His Asp Asp Pro Ala Leu Thr Leu val Ala Gly Leu 
100 105 110 

Thr Ser Asn Lys Pro Thr Asp Lys Leu Arg Ala Leu Pro Leu Trp Leu 
115 120 125 

ser Leu Gin Tyr Leu Gly Leu Asp Gly Phe val Glu Arg lie Lys His 
130 135 140 

Ala Cys Gin Leu Ser Gin Arg Leu Gin Glu Ser Leu Lys Lys val Asn 
145 150 155 160 
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Tyr lie Lys lie Leu val Glu Asp Glu Leu ser ser Pro val val val 
165 170 175 



<210> 13 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



<400> 13 

ggcagatccc tgtagtggg 

<210> 14 

<211> 22 

<212> DNA 

<213> Artificial Sequence 

<220> 
: «, } <223> primer 

<-l\ <400> 14 

: ?i taagtcttca atgtgactga ct 

r=1 <210> 15 

\',T, <211> 22 

1 ':l <212> DNA 

»H <213> Artificial Sequence 

■ M <220> 

<223> primer 

:>»! <400> 15 

■•"i gactttagtt gctggtctta ca 



<210> 


16 


3 <211> 


20 


„;, <2i2> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


primer 


<400> 


16 


gagctggtct cactcaaagc 


<210> 


17 


<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


primer 


<400> 


17 


cagttgacag gcatgcttga t 


<210> 


18 


<211> 


30 


<212> 


DNA 


<213> 


Artificial Sequence 
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<400> 18 

cgagctgctc tatagactgc tgggtagtcc 



<210> 19 

<211> 30 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer 

<400> 19 

taacagaggt ggcttatgag tatttcttcc 



<210> 20 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 20 

ggtggtatct gaaagtatcc 



<210> 21 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer 

<400> 21 

ggatactttc agataccacc 



<210> 22 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 22 

aggaggaagt agagcccggg 



<210> 23 

<211> 23 

<212> DNA 

<213> Artificial sequence 



<400> 23 

acattgaagc catccactac gaa 



<210> 24 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer 
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<400> 24 

gttaggtcag attccagttc 



<210> 25 

<211> 30 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer 

<400> 25 

ggcttgccct tgccctgctt gtgccgtgta 



<210> 26 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 26 

ccacagaggc agggcacgga gtttgtctgt 

<210> 27 

<2ii> 4 

^ <212> PRT 

%i <213> caspase cleavage site 

<400> 27 
Asp Asn val Asp 



